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Outline of RIKEN BRC-JCM
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S0asnmn Japan Collection of Microorganisms, RIKEN BioResource Research Center
1981 Establishment in Wako campus
History 2004 Integrated with RIKEN BRC as Microbe Division

2007 Appointed as a core member of National Bioresource Project
2012 Relocation to Tsukuba campus

Collection, Preservation, Quality Control, Distribution of diverse species
Mission of Bacteria, Archaea, Fungiseful for environmental and health sciencés
contribute to scientific community

Staff Members
Head Dr. Ohkuma
~ Curators 7
Human Gene Analysis 1
Resources Resource Advancement 3
Agency-staff and Part-timers 17
Postdoctoral Fellows 4
Visiting Scientists 2

Students 2
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1) Strains relevant to researches of human health and environmental

conservation
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Indigenous bacteria in human

Symbiotic microbes
associated with plants

Bacteria that cause metal corrosion
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2) Type strains and related strains of bacteria, archaea, filamentous fungi and
yeasts (confine to BSL 1 and 2 microorganisms)

Strain Holding

Yeasts Others: micro-algae
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Total: 27,544 strains
(As of November, 2018)
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3) Model microorganisms for academic researches (e.g., genome-sequenced

microorganisms)

Pyrococcus furiosus Fiala and Stetter 1986

Taxonomy in NCRI database: Archaea; Euryarchaeota; Thermococci; Thermococcales; Thermococcaceae.

84227 < DSM 3638 <~ K. O. Stetter and G. Fiala Ve 1.
Accessioned in 1992,

=ATCC 43587 =CGMCC 1.2516 =DSM 3638.

Type strain [371,3007].

Medium: 151; Temperature: 95°C; Anaerobic.

Source: Hot sediment at the beach of Porto di Levante, Vulcano Island, Italy [3007].
Morphology: [3007].
Biochemistry/Physiology: [3007].

Polar lipid: [4229].

G+C (mol%): 38.3 (Tm), 37.1 (HPLC) [3007].
DNA-DNA relatedness: [3007,3394].
Phylogeny: 165 rRNA gene (AB603518).
Other taxonomic data: Polyamine [3632].
Genome sequence: AE009950 [5319].

More information: Preservation [3717].
NCBI Taxonomy ID: 2261.
Genomic DNA is available from RIKEN BRC-DNA Bank: JGD 07704.

Publication(s) using this strain [A04193, AO8175, A11327, A13147, A13513, A13523, A13527, A14107, A15176].

Patent publication(s) using this strain [JP2009-060921A].

Delivery category: Domestic, B; Overseas, B.

/ Genome sequence (accession No.)

As of November, 2018, genomic
sequences of more than 2,100
strains are accessible.

| ___— Genomic DNA

As of October, 2018, genomic
DNA samples of more than 760
strains are available from the
RIKEN DNA BANK.
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Strain & Catalogue

® New JCM strains catalogued for the past one year. &
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® Genome-sequenced strains available from JCM.

® Genome sequencing of JCM strains under the NBRP program (Eukaryotic
microbes). &

‘ ® Genome sequencing of JCM strains under the NBRP program (Prokaryotes).

® Yeast strains with specific characteristics. &

@ Strains fransferred from 1AM Culture Collection.

NBRP (National BioResource Program) Genome Information Upgrading
Program. Under the program, JCM has determined genome sequences of
various microbial strains useful for researchers, in collaboration with the other
genome-sequencing centers/institutes.



