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Introduction of ABC

Analyzer of Bio -resource Citations(ABC) is a
platform that could support the researchers on
checking the citations among papers, sequences and
microbial resources, and evaluating the

contribution of each cultural collection.

ABC also provide an interface for users to access
the full -text (in flash format to protect the
copyright of papers), and to check the citation
iInformation automatically extracted by mining
engine.



Introduction of ABC

Find out the citations information for
microorganism strains, culture collections from
papers and patents.

Find out the sequences information for strains and
culture collections.
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Data mining -- 88

Statistics of Resource

Until 2014-08-23 00:04:41 . ABC database include 5,880,354 papers, 751,234 Patent, 74.050 journals.referring to 93,913 strains»
There are 131 culture collections in 50 countries.
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Data storage -- MongoDB
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MongoDBs an open source document
database, and the leading NoSQL
database.

Full
Replication & High Availability
Auto- Sharding

Index Support

Rich, document- based queries.
Fast In -Place Updates

Flexible aggregation and data
processing.

Store files of any size without
complicating your stack

Reducecost, accelerate time to
market, and mitigate risk with
proactive support and
enterprise -grade capabilities.
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Data mining through search
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