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The Global Bicdiversity Information Facility (GBIF) was established by
governments in 2001 to encourage free and open access to biodiversity
data, via the Internet. Through a global network of countries and
organizations, GBIF promotes and facilitates the mobilization, access,
discovery and use of information about the occurrence of organisms over
time and across the planet.
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Standards Architecture

Biodiversity Information Standards (TDWG)
Principal

Biodiversity data will be modelled as graph of
identifiable objects

Objects are defined by aomntology Understandable by humans
andcomputers

Requireglobally unique identifierto link objects across the
network

Requires a transpoptotocolt o O0wr apd t he Dbio
transport: TAPIR



OECD best practice guidelines

Table 2. Minimum Data Sets (MDS) and Recommended Data Sets (RDS) for

Microbial Accessions to BRCs

Filamentous fungi Filamentous fungi
Minimum Data Set (MDS) Recommended Data Set (RDS)
Accession number Misapplied names
Other collection numbers Isolated from

Name Mutant

Organism type Literature
Restrictions Sexual state

Status Race

History of deposit

Conditions for growth

Form of supply

Geographic origin

Yeasts Yeasts

Minimum Data Set (MDS) Recommended Data Set (RDS)
Accession number Isolated from

Other collection numbers Mutant

Name Sexual state
Organism type Literature
Restrictions on distribution Misapplied names
Status Race

History of deposit

Geographic origin

Conditions for growth

Form of supply

Microalgae Microalgae
Minimum Data Set (MDS) Recommended Data Set (RDS)
Accession number Literature

Other collection number Conditions for storage
Name and taxonomy Isolate history

History of deposit

Isolate history

Form of supply

Geographic origin

Conditions for growth

Bacteria Bacteria

Minimum Data Set (MDS) Recommended Data Set (RDS)
Accession number Serovar

Other collection numbers Other names

Name Izolated from
Infrasubspecific names Mutant

Organism type Genotype

Restrictions on distribution Literature

Status

History of deposit

Geographic origin

Conditions for growth

Form of supply

OrganismType

Filamentous fungi

Yeasts
Microalgae
Bacteria
Cyanobacteria
Archaea
Protozoa
Plasmids
Phages
Viruses

cDNAand gDNA
Libraries

MDS(RDS)
10(6)
10(6)
8 (3)
11(6)
11(5)
11(5)
11(5)
13(17)
11(1)
12

6
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Mot ant
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Literature

Status
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Common Access to Biological
Resources and Information

Partner collections: BCCM, CABI, CBS, CRBIP, DSMZ,
NCCB, NCIMB,

28 catalogues,

E.

Guidelines for
Catalogue Production

Cabri

Data input & authentication

Data input and data authentication procedures have been designed and implemented by all collections in

order to ensure the quality of information which is stored and used to describe
each collection item.

Different procedures have been designed, which are specific for biological resource. In order to see them, you must select one of the materials listed below

Fungi & Yeasts Animal cell lines

Genomic libraries Plant cell lines
Bacteria & Archaea Hybridomas Phages Plant cell virus
Plasmids

Minimum datasets , Recommended datasets, Full datas



Full Data Set
for fungi and yeasts

The Minimum Data Set (MDS) is the set of data that is asked to describe each product from each collection. Each catalogue field has to be filled in (use a dash - if no information is
given). The MDS is required from new collection cenfres when they join CABRI. The Recommended Data Set: collection centres are also asked to supply data for recommended
fields; however, if data are not available, the product is still acceptable

Collection centres are free to provide data for other fields, which are part of the Full Data Set. Here are all the fields that are used by the collection centres:
Order and display fields

Set Field

MDS Strain Number

MDS Other Collection Numbers
MDS Name

RDS Race

MDS Organism Type

MDS Restrictions

MDS Status

MDS History

RDS Misapplied_names
FDS Subsfrate

RDS Geographic origin
RDS Sexual state

RDS Mutant

FDS Genotype

FDS Pathogenicity

FDS Enzyme production
FDS Metabolite production
RDS Applications

RDS Literature

FDS Remarks

MDS Conditions for growth
MDS Form of supply

FDS Price code

The Minimum and Recommended datasets is in conformity
with OECD best practice guidelines



RDS Other names Should contain:
- names used for the strain in the past (nat synonyms) that may still be in use.

Does not apply to all strains.

RDS Isolated from Should contain name of substrate or host from which the strain was isolated.

RDS Geographic ongin Should contain name of country where strain onginated from, followed by details on location.
FDS Sexual state

RDS Mutant Should contain type of mutant if strain is a mutant strain.

RDS Genatype Should contain names of chromosomal markers of the strain.

Especially recommended for straing of species for which many genetically modified straing exist.

Does not apply to all strains.

RDS Literature Should contain reference to publication in which the strain is described.

Especially recommended for type strains.

FDS Pathogenicity

FDS Enzyme production

FDS Production of metabalites

FDS Applications

FD3 Catalogue entry —=s==szmszsssm—ocmooe:
FDS Remarks —

FDS Price code

FDS Plasmids




Microbial Information
Network Europe (MINE)

Microbial Information Network Europe (MINE) is being constructed by a number of
major microbial culture collections in countries of the European Community, with tl
support of the Biotechnology Actirogrammé&BAP) of the Commission of the

European Community.
Species records
strain records
synonym records,

alternativemorphonynnecords



Microbial Information
Network Europe (MINE)

Minimum datasets of 30 fields
Full datasets: 99 fields, grouped in 12 blocks:

internal administration
Name

strain administration
Status

environment and history
biological interactions
sexuality

properties (cytologyhiomoleculadata)
genotype and genetics
growth conditions
chemistry and enzymes
practical applications



Biodiversity Information Standards
Previously: Taxonomic Databases Working Group (TDWG)

Biodiversity
Information
Standards

username SESEBENE LOGIN;

S You are here: Home = About TDWG
Home

About TDWG
About Us

Biodiversity Information Standards (TDWG), also known as the Taxonomic Databases Working Group, is a not for profit scientific and educational association that is affiliated with
the International Union of Biological Sciences.

TOWG was formed to establish international collaboration among biological database projects. TDWG promoted the wider and more effective dissemination of information about the
World's heritage of biological organisms for the benefit of the world at large. Biodiversity Information Standards (TDWG) now focuses on the development of standards for the
exchange of biclogical/biodiversity data.

QOur Mission

* Develop, adopt and promote standards and guidelines for the recording and exchange of data about organisms
* Promote the use of standards through the most appropriate and effective means and
* Act as a forum for discussion through holding meetings and through publications

IS an international not-for-profit group
that develops standards and protocols for
sharing bi ol ogi cal de




Biological descriptions

Geospatial

Global identifiers

Imaging

Invasive species

Literature

Observations and specimens

TDWG access protocol for information retrieval (TAPIR)
Taxonnames and concepts

Technical Architecture



